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UC Davis Extension Offers Courses in 

Bioinformatics and Biotechnology
DAVIS, Calif.- Gene transfers, (GMOs), stem cell research, cloning -- the language of biotechnology is becoming commonplace, but the underlying science can be daunting. Fundamentals of Biotechnology, a survey course for nonscientists, examines the flow of biological information from molecule to cell, and explains the techniques involved in understanding and manipulating biological information. Learn about the nature of genomes, including size, location, and variation; genes and their components; how genes are isolated for specific traits; and how cloning and manipulation are carried out. With the help of illustrated lectures, guest speakers from research and industry, and case studies, gain an understanding of the structure and function of proteins, nucleic acid, and restriction enzymes, as well as methodologies like PCR analysis and DNA chip technology. By the end of the course, you will be able to critically assess current and future applications of biotechnology in agriculture, drug development and environmental management. A high school-level chemistry and biology background is recommended. Offered Saturdays, January 26 and February 2, 9 a.m.-4:30 p.m., in South Davis. The $315 fee includes tuition and materials.   A reduced fee of $295 is available if enrolled before January 12, 2002.

Rapid advancements in genome sequencing and analysis have resulted in vast amounts of sequence and structure data.  Much of this data, and tools to access it, are freely available through the internet. Introduction to Bioinformatics emphasizes the tools, databases and methods needed to work with biological sequence and structure data.  It covers basic homology searching techniques like BLAST and phylogenetic trees, and explores public-domain protein and DNA databases such as PDB and Genbank.  It demonstrates how hidden Markov models and other methods can be used in aligning sequences, and it examines the resources available to meet the needs of users who lack the time or expertise to develop new algorithms. The course is primarily intended for life scientists, although computer engineers with an interest in molecular biology are welcome.  

Offered Tuesdays, January 15-February 5, 6-9 p.m., at UC Davis. The $355 fee includes tuition and materials. A reduced fee of $320 is available if enrolled before December 15, 2001.

For more information or to enroll, please call (800) 752-0881, email bioinfo@unexmail.ucdavis.edu or visit the web site at www.universityextension.ucdavis.edu.
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