
Yucleosome Software for 3D visualization of DNA-Nucleosome interactions of the 
bakery yeast Saccharomyces cerevisiae

The software displays a 3D model of DNA-Nucleosome interactions of experimental validated 
Nucleosome positions of the bakery yeast Saccharomyces cerevisiae. It displays the nucleosome core 
particle H3,H4,H2A,H2B and the 146 bp long DNA fragment. As template for the DNA-Nucleosome 
complex the pdb file 1AOI of http://www.rcsb.org had been used (Luger et al. 1997). 
The  nucleosome positions are experimental evaluated by Brogaard et al. 2012. They used a modified 
BY4741 yeast strain. The yeast genome of the BY4741 is based on the SGD database (Cherry et al. 
2012).  

The bakery yeast has 16 chromosome (including mitochondrium). The position and the chromosome 
can be chosen. In the upper rows the DNA sequence, the DNA position, Nucleosome positions and the 
nucleosome number are displayed. To display the 3D model of a specific nucleosome, type the number 
in the textbox at the left button and click display.

A message box opens, showing the 146 bp of the DNA wound around the nucleosome. Click OK to 
open the 3D Window. The view of perspective can be changed with the W, A, D, X and the arrow 
buttons. To get information about a special molecule, point with the mouse on it.  



System Requirement:

Windows 10 x64

Development system

C++ on Visual Studio 2015 using D3D12
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