
User Survey for Bioinformatics Core Facility

To:  
Current and Future Users of the Bioinformatics CoreFacility

From:
Martin Gollery, Associate Director of Bioinformatics

The following survey is designed to assess current and future usage levels of services and equipment planned or proposed for the Bioinformatics Facilities that serve the Nevada Biomedical Research community.  Please be as accurate as possible in estimating your current and future usage levels.  Also, we want to have some idea of your costs for those services currently being supplied to you by outside vendors.  Your input is extremely important and will form the basis of current and future implementation of the facility.  If your research program will not make use of a particular service, please respond with a dash (-) or a zero (0).  In contrast, if your research program has need of a major resource not listed, please make a note of it in the "comments" section.  Please return surveys to me (FA 311E) or to the Biochemistry Main Office either in person or by campus mail by January 25th, 2003.  Your help is greatly appreciated in this matter.

	Your Name:
	

	Phone:
	

	Email address:
	

	Title:
	


	Service/Facility
	2003
	2004
	2005

	Sequence Analysis:
	
	
	

	How many bases do you estimate that you will generate per month?

	
	
	

	How many times per month do you expect to run BLAST searches?


	
	
	

	How many times per month do you expect to run Interpro searches?


	
	
	

	How many times per month do you expect to use GCG?

	
	
	

	Which GCG modules do you anticipate using most frequently?

	
	
	

	How many times per month do you expect to use Vector NTI?


	
	
	

	Which Vector NTI modules do you anticipate using most frequently?


	
	
	

	How many times per month do you expect to use multiple sequence alignment tools?

	
	
	

	How many times per month do you expect to use Phylogeny tools?
	
	
	

	How many times per month do you expect to use Hidden Markov models?


	
	
	

	Sequence Analysis:
	2003
	2004
	2005

	How many times per month do you expect to use Clustering tools?


	
	
	

	How many times per month do you expect to use Smith-Waterman (SSearch)?


	
	
	

	How many times per month do you expect to use Gene Finding programs?


	
	
	

	How many times per month do you expect to use Transmembrane analysis programs?


	
	
	

	Which databases are you most likely to search against?


	
	
	

	What other sequence analysis bioinformatics tools do you anticipate using?


	
	
	

	Gene Expression Analysis:
How many chips per month?


	
	
	

	What types of chips do you anticipate using?

	
	
	

	Structural Bioinformatics:
How many times per month do you anticipate using Sybyl?
	
	
	

	How many times per month do you anticipate using Insight?

	
	
	

	How many times per month do you anticipate using biopolymer?

	
	
	

	How many times per month do you anticipate using Composer?

	
	
	

	How many times per month do you anticipate using QSAR?

	
	
	

	How many times per month do you anticipate using a docking program?
	
	
	

	How many times per month do you expect to use CHARM?


	
	
	

	How many times per month do you expect to use Affinity?


	
	
	

	How many times per month do you expect to use Amber?


	
	
	

	How many times per month do you expect to use GeneFold?


	
	
	

	How many times per month do you expect to use Dynamics?


	
	
	

	How many times per month do you expect to use Ludi?


	
	
	

	How many times per month do you expect to use Composer?


	
	
	

	How many times per month do you expect to use MolCad?


	
	
	

	How many times per month do you expect to use ProTable?


	
	
	

	What other Molecular Modeling bioinformatics tools do you anticipate using?


	
	
	


